Supplement.
provides the DNA extraction yields per filter and water depth. Table  S2 provides an overview on measured basic chemical and physical parameters and amino sugars of Lake Brienz (LB) and Lake Zug (LZ) sampled in spring and fall 2009. Table S3 gives concentrations of amino acids. Table S4 gives detailed results of variation partitioning of bacterial community composition data with environmental variables. Fig. S1 depicts degradation indices measured along the lake water columns, Fig. S2 shows redundancy analysis (RDA) triplots including anoxic water samples of LZ, and Fig. S3 shows partial RDA triplots of oxic water samples with depth as a conditional variable. Table S1 . DNA extraction yield (ng l -1 ) from lake water filtered through a 5.0 µm and a 0.2 µm filter connected in series. Lake Brienz (LB) was sampled in May and September 2009 and Lake Zug (LZ) in Table S4 . Results for variation partitioning with the environmental variables, which were selected by forward selection in the redundancy analyses (RDAs) with oxic water samples (see Fig. 4 in the main manuscript). The contribution (%) of each environmental variable to the adjusted r 2 (r 2 adj ) and its significance are given (**p < 0.01). For the RDA with the particle-associated bacterial communities (BCs), the r 2 adj is 0.67 and for the RDA with the free-living bacterial communities the r 2 adj is 0.68. T: temperature; TOC: total organic carbon; TP: total phosphorus . Redundancy analysis (RDA) triplots of Hellinger-transformed ARISA data of (A) particle-associated and (B) free-living bacterial communities (BCs) and constraining environmental variables. The first 2 canonical axes explain 30.6 and 39.2% of the total variance of the particle-associated and the free-living BC data, respectively. Water samples from Lake Brienz are symbolized by triangles and Lake Zug by circles. Color coding is identical to Fig. 2 in the main manuscript. CI: chlorin index; T: temperature; TOC: total organic carbon; TN: total nitrogen; TP: total phosphorus
